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Invited Seminars and Conference Talks

Europe talk in July 2020 where and what topic?

Austrilian talk in May 2020

Biosynthesis of Terpenoids in Nonseed Land Plants. July 22, 2019. Phytochemical
Society of North American Annul Meeting. Johnson City, Tennessee.

Plant Terpene Secondary Metabolism: Biosynthesis and Functions. June 1, 2018.
Northeast Agricultural University, Harbin, China.

Origins and Evolution of Terpene Synthases in Plants. May 22, 2018. The Mini-
symposium: Frontiers in Terpenoids Biosynthesis. Wuhan, China

Biosynthesis of Terpenoids in Marchantia polymorpha. December 18, 2017. The 65th
National Institute for Basic Biology Conference - Renaissance of Marchantia
polymorpha -the genome and beyond. Okazaki, Japan

Terpene Secondary Metabolites in Land Plants: Origins of Biosynthesis and Evolution
for Diversity. Nov 1, 2017, Annual Southwest Regional Meeting, American Chemical
Society. Lubbock, TX

Biosynthesis and Function of Terpene Secondary Metabolites. July 17, 2017. Huazhong
Agricultural University. Wuhan, China.

Terpene Synthase Genes in Nonseed Plants and Social Amoebae. July 16-20, 2017. The
13th International Meeting on Biosynthesis, Function and Synthetic Biology of
Isoprenoids (TERPNET 2017). Dalian, China

Functional Diversity of Plant Terpene Synthases. June 16, 2017. Southwest Forestry
University, Kunming, China

Yield Enhancement by Improving the Chemical Language of Crop Plants. June 12, 2017.
Inaugural Workshop for the China-US Center for Agricultural Plant Biology.
Nanjing, China.

Diverse Functions and Evolution of Terpene Synthases. March 15, 2017. Department of
Plant and Microbial Biology, North Carolina State University

Function and Evolution of Terpene Synthase Genes. February 8, 2017. Department of
Biochemistry, Cellular and Molecular Biology, University of Tennessee

From Classic to Novel Terpene Synthase Genes in Plants: Functional Diversity. October
21, 2016. Fujian Agricultural and Forestry University, Fuzhou, China

Functional Genomics of Secondary Metabolism: From Biosynthesis to Application.
October 20, 2016. College of Horticulture, Nanjing Agricultural University, Nanjing,
China

Evolution of Terpene Synthase Genes: From Sequence Divergence to Chemical
Diversity. October 18, 2016. The Third International Horticulture Research
Conference. Nanjing, China

Terpene Synthases: Origins and Evolution. October 27, 2015. Terpene Workshop. Oak
Ridge National Laboratory. Oak Ridge, TN

Functional Genomics of Plant Secondary Metabolism for Crop Improvement. October 20,
2014, Department of Plant Sciences, University of Tennessee
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VOCs from Plants and Microbial Organisms: Function and Evolution. August 28, 2014.
Tennessee Plant Research Center Colloquium, University of Tennessee, Knoxville,
TN

Comparative and Functional Genomics of Plant Terpenoid Metabolism. August 6, 2014.
Department of Plant Biology, Southern Illinois University, Carbondale, IL

Positive Darwinian Selection Is a Driving Force for the Diversification of Terpenoid
Biosynthesis in the Genus Oryza. July 3, 2014. The 3™ International Conference on
Plant Metabolism. Xiamen, China

Genomics-guided Crop Improvement: A Metabolic Perspective. Agriculture Genomes
Institute, Chinese Academy of Agricultural Sciences, July 1, 2014. Shenzhen, China

Terpene Metabolism-based Plant Protection. June 30, 2014. Sun Yet-sen University,
Guangzhou, China

Plant Protection Based on Secondary Metabolites. June 11, 2014. Beijing Academy of
Agricultural and Forestry Sciences, Beijing, China

Plant Specialized Metabolism: Biosynthesis and Application. June 6, 2014. Northwest
Agriculture and Forestry University, Yangling, China

Terpenoid Metabolism: Biosynthesis, Evolution and Metabolic Engineering. June 5,
2014. Shaanxi Normal University, Xi’an, China

Plant Protection Based on Natural Products. May 29, 2014. Institute of Plant Protection,
Hebei Academy of Agricultural and Forestry Sciences. Baoding, China

Functional and Comparative Genomics of Plant Specialized Metabolism. May 23, 2014.
China Agricultural University, Beijing, China

Identification and Functional Characterization of Terpene Synthase Genes of Microbial
Type from Non-seed Plants. June 2, 2013. 11" International Meeting on Biosynthesis,
Function and Biotechnology of Isoprenoids in Terrestrial and Marine Organisms.
Crete, Greece

Evolution of Substrate Specificity in the SABATH Family of Methyltransferases in
Plants. December 4, 2012. DuPont Pioneer, Hayward, CA

Plant Terpenoid Metabolism: Biosynthesis and Evolution. November 9, 2012. Institute of
Medicinal Plant Development, Chinese Academy of Medical Sciences, Beijing, China

Functional Genomics of Plant Secondary Metabolism: Biosynthesis and Applications.
November 7, 2012, Research Institute of Forest Ecology, Environment and
Protection, Chinese Academy of Forestry. Beijing, China.

Molecular and Genomic Basis of Volatiles-mediated Indirect Defense against Insects in
Rice. November 5, 2012. China National Rice Research Institute. Hangzhou, China.

Functional Genomics of Plant Secondary Metabolism: Biosynthesis and Applications.
November 5, 2012. Zhejiang University, Hangzhou, China.

Functional Genomics of Plant Secondary Metabolism. October 31, 2012. Nanjing
Forestry University, Nanjing, China.

Plant Terpenoid Metabolism: Biosynthesis and Evolution. October 31, 2012. Firmenich
Aromatics (China), Co. Ltd., Shanghai, China.

Plant Terpenoid Metabolism: Biosynthesis and Evolution. October 30, 2012. Key
Laboratory of Microbial Metabolism, Shanghai Jiaotong University, Shanghai, China.

Plant Natural Products for Fruit Tree Improvement. October 29, 2012. The 3rd
International Conference on Omics and Biotechnology of Fruit crops. Nanjing, China.
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Exploring Plant Natural Products for Pest Management. October 5, 2012. AgraQuest,
Davis, CA

A SABATH Methyltransferase from the Moss Physcomitrella patens Catalyzes S-
Methylation of Thiols and Has a Role in Detoxification. June 18, 2012. Moss 2012,
New York City, NY

Functional and Comparative Genomics on Biosynthesis of Volatile Secondary
Metabolites in Plants. October 26, 2011, Department of Botany, Oklahoma State
University, OK

Exploring Plant Volatile Secondary Metabolites for Agricultural Improvement.
September 28, 2011, College of Agriculture, Human and Natural Sciences, Tennessee
State University, Nashville, TN

From Origin of Life to Plant Fitness: The Evolutionary Journey of Terpenoid
Metabolism. May 31, 2011, College of Life Sciences, Nankai University, Tianjin,
China

Evolution of Indirect Defense against Insects during Rice Domestication. January 16,
2011, Plant and Animal Genome XIX Conference, San Diego, California

Investigating Plant Secondary Metabolism Using Functional and Comparative Genomics.
September 29, 2010, South China Botanical Garden, Chinese Academy of Sciences,
Guangzhou, China

Functional and Comparative Genomics of Plant Secondary Metabolism. September 21,
2010, College of Life Sciences, Nankai University, Tianjin, China

Advanced Biofuels Production through Metabolic Engineering. September 18, 2010. The
Second China-US Workshop on Biotechnology of Bioenergy Plants. Beijing, China

Exploring Plant Secondary Metabolism for Crop Improvement. June 22, 2010. Mountain
Horticultural Crops Research and Extension Center, North Carolina State University

Molecular and Genomic Basis of Indirect Defense against Insects in Rice and other
Grasses. March 29, 2010. International Plant Resistance to Insects Biennial
Workshop. Charleston, SC

Plant Secondary Metabolism: Fundamental and Translational Studies. February 25, 2010.
Tennessee Plant Research Center Colloquium, University of Tennessee, Knoxville,
TN

Functional Genomics of Plant Defense against Insects. February 10, 2010. Tennessee
Agricultural Production Association Agronomic Workshop, Jackson, TN

Uncovering the Terpenoid Machinery for Biofuel Production. November 17, 2009. The
First China-US Workshop on Biotechnology of Bioenergy Plants. Knoxville, TN

Functional Genomics of Plant Secondary Metabolism: Discovery and Application.
October 26, 2009, Department of Plant Sciences, University of Tennessee

Comparative Genomics of Plant Defense against Insects. September 2, 2009, Department
of Horticulture, University of Kentucky

Integrative Genomics of Plant Secondary Metabolism, June 4, 2009, Dalian Institute of
Chemical Physics, Chinese Academy of Sciences, Dalian, China

Investigating Plant Natural Product Biosynthesis Using Integrative Functional Genomics.
May 27, 2009, Qingdao Institute of Oceanology, Chinese Academy of Sciences,
Qingdao, China

Integrative Genomics of Plant Secondary Metabolism. May 25, 2009, Institute of Botany,
Chinese Academy of Sciences, Beijing, China
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Integrative Genomics of Plant Metabolism and Plant Protection, May 20, 2009, College
of Life Sciences, Nankai University, Tianjin, China

Integrative Genomics of Plant Metabolism. January 29, 2009, Computational Systems
Biology Lab, Department of Biochemistry and Molecular Biology, University of
Georgia

Investigating the Genomic Basis and Evolution of Volatiles-mediated Indirect Plant
Defense against Insects. January 10, 2009, Plant and Animal Genome XVII
Conference, San Diego, California

Molecular and Genomic Basis of Insect-induced Plant Volatiles Mediating Tritrophic
Interactions. August 29, 2008, Department of Ecology and Evolutionary Biology,
University of Tennessee

Comparative Genomic, Structural and Biochemical Study of Substrate Specificity
Evolution of the SABATH Family of Methyltransferases. June 30, 2008.
Phytochemical Society of North American Annul Meeting. Pullman, Washington.

Metabolic, Genomic, and Biochemical Analyses Identify Novel Genes Involved in
Attracting Natural Enemies of Rice Herbivores. September 26, 2007. Department of
Biological Sciences, East Tennessee State University

Metabolic, Genomic, and Biochemical Analyses Identify Novel Genes Involved in
Attracting Natural Enemies of Rice Herbivores. October 10, 2007. Department of
Biochemical, Cellular and Molecular Biology, University of Tennessee

An Integrated Study of Indirect Defense against Insects in Rice—From Ecology to
Metabolomics to Transcriptomics to Responsible Genes. March, 18, 2007. Plant
Genomes. Cold Spring Harbor

Investigating Plant Natural Products Biosynthesis Using Integrated Functional Genomics.
June 15, 2006. Bioactive Natural Products Group, University of Tennessee

Functional Genomic Study of Plant Chemical Defenses. April 21, 2006, Department of
Entomology and Plant Pathology, University of Tennessee

Investigating Volatile Biosynthesis in Arabidopsis Using Integrated Genomics.
September 21, 2005, Department of Horticulture, University of Kentucky

Metabolomics, Genomics and Biochemistry of Volatile Biosynthesis in Arabidopsis.
August 4, 2005, Department of Plant Sciences, University of California, Davis

Biosynthesis, Regulation and Function of Volatile Secondary Metabolites in Arabidopsis.
March 9, 2005, Department of Plant Pathology and Crop Physiology, Louisiana State
University

Investigating Plant Natural Product Biosynthesis Using Functional Genomics. March 18,
2004, Department of Plant Sciences, University of Tennessee
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